A B Supplementary Figure S1. BswR regulates colony sizes of P. aeruginosa on LB agar plates. A) Colony sizes of PAO1, Mot1, Mot2 and Mot3 on LB agar plates. B) Colony sizes of BswR-deviated mutants on LB agar plates.
PAO1
Mot3 ΔbswR(bswR) ΔbswR ΔbswR(pa2781) Supplementary Figure S2 . Real time RT-PCR analysis of BswR transcript levels in the given bacterial strains. Total RNAs were isolated from bacterial cells at exponential phases grown in LB media at 37•C with a shaking of 250 rpm. RT-PCR primers specific to BswR were 5'-ATGCGGACTTCCGAACAG-3' and 5'-CCTCGGGGCAATAGAGGTAG-3'. Relative transcript levels were normalized against rpoC, and the bswR transcript was arbitrarily set as 1. Figure S3 . Growth curves of BswR-related mutants in LB media. Fresh bacterial strains were inoculated in LB media with initial OD 600 of 0.01 and grown at 37•C with a shaking of 250 rpm. OD 600 was measured at specified time points. RNAs were isolated from bacterial cells at exponential phases grown in LB media at 37•C with a shaking of 250 rpm. Relative transcript levels were all normalized against the wild type strain with the internal control rpoC. Specific RT-PCR primers were listed as follows: flgB: 5'-ccgagcagaaggacaagg-3' and 5'-tcgacagtgttctggtcgat-3'; flgF: 5'-aagatgctgtacgtctccatga-3' and 5'-gagatgttcgccaggttgtt-3'; flgM: 5'-taaggttgcccggatcaag-3' and 5'-gattcgaagtcgagcagctt-3'; fimU: 5'-accctgatcgagttgctgat-3' and 5'-tgcttgaagttcggaatgg-3'; pilY1: 5'-atgctacacccgccgtta-3' and 5'-acgaataccagttggcgaag-3'; pelA: 5'-gctgaagggtcacctgga-3' and 5'-gtagtcgatggcgacgatg-3'; pslA: 5'-gggtcccggagaactacaac-3' and 5'-agcttctccaggtccttggt-3'; exsA: 5'-cgagcggagaatcctctatg-3' and 5'-cgatgtcgacgatgctca-3'; rpoC: 5'-ctgttcaagccgttcattttc-3' and 5'-cttgatggtggtggccata-3'. Figure S5 . Overexpression of BswR decreased transcription of genes for flagellar (A) and type IV pili (B). Microarray analyses were performed for bacterial cells grown in LB media. Representative genes were selected based on operons. Transcription direction of operons was indicated by arrows and relative location of operons was shown on the top. The transcriptional fold changes were presented for genes decreased in the BswR-overexpressing mutant PAO1(ΔBswR, p19-BswR) in comparison with the wild type strain PAO1 (WT). 7 Supplementary Table S1 . Strains and plasmids used in this study*
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Strains or plasmid Description
Source or reference Supplementary Table S2 . Genes with a minimum twofold change at transcript level in ∆bswR compared to the Pseudomonas aeruginosa PAO1 wild-type.
Positive values represent genes increased in expression in the ∆bswR mutant compared to PAO1 wild-type; negative values represent genes decreased in expression in the ∆bswR mutant compared to PAO1 wild-type. PA numbers, annotations and gene classes are from the Pseudomonas website (http://www.pseudomonas.com). 
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